References: Gene Editing Is Not Precise
or Predictable

These articles are just some of the studies verifying that gene editing is not the precise and
predictable technology that the industry describes. On the contrary, a single successful gene
edit can be accompanied by hundreds of thousands of mutations, deletions, and additions.
These are not the natural mutations that accompany natural breeding. Some have the potential
to do damage, yet very few scientists properly evaluate the collateral damage and implications
from their gene editing experiments.
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